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Topics

– Introduction to Common  

   Bioinformatic Tools  (optional   

   initial half day at no extra cost)

– Multiple Sequence Alignment  

– Protein-Protein Interaction  

   Networks

– Predicting Globular Domains   

   and Native Disorder

– Exploring Regulatory Protein Motifs

– 3D Structures of Proteins and 

   Protein-Protein Interactions

– Bioinformatic Resource   

   Integration
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Exploring Modular Protein Architecture 2010

Funded by

Teaching
Target participants:

Experimental scientists, 
Postgraduate or above

smart.embl.de

ClustalX

elm.eu.org

globplot.embl.de

A hands-on  bioinformatics 
training workshop


