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Adamberg, Signe
Metabolism of levan by fecal microbiota

40

Ahmed, Ayaz
Presenter: Lei, Zhou
Gut microbiome analysis between hyperthyroid and healthy individuals

41

Al Wakeel, Suaad
The effect of mycotoxins found in some herbal plants on biochemical
parameters in blood and on liver and kidney structure of female albino
mice
Berer, Kerstin
Impact of dietary metabolism by gut microbiota on the pathogenesis of
spontaneous CNS-specific autoimmune disease
Bojic, Svetlana
The abundance of microbiota constituents in ulcerative colitis and
irritable bowel syndrome patients diverges from balanced microbiota in
opposite directions
Boleij, Annemarie
Horizontal transfer of the Bacteroides fragilis conjugative transposon
CTn86 in the human gut

42

43

44

45

Boucinha, Lilia
Comparative 16S analysis – a mouse core gut microbiome?

46

Brandsma, Eelke
Insulin resistance is linked to decreased diversity in the microbiome

47

Brandt, Bernd W.
NGS-eval: NGS Error analysis and novel sequence VAriant detection
tooL
Brejnrod, Asker Daniel
Impact of environmental factors on vaginal microbiomes in pregnancy

Bresciani, Anne
Keystone gut microbes and why low richness microbiomes are less
resilient
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Brix, Susanne
Bacterial endotoxin variants within the lung microbiome of asthmatics

Brown, Richard G.
Erythromycin treatment in PPROM associates with increased vaginal
microbiome diversity and fails to exhibit anti-inflammatory effects on
vaginal epithelial and amnion cells in vitro
Bui, Nam
Butyrate production from lysine by a human gut commensal
Butt, Julia
Association of Streptococcus gallolyticus subspecies gallolyticus (S.
gallolyticus) with colorectal cancer: serological evidence

51

52

53

54

Choudhury, Ranginee
Generic transcriptional response of E. coli to stress

55

Chouvarine, Philippe
NGS platform for analysis of microbial metagenomic samples

56

Clavel, Thomas
MiBC – The Mouse Intestinal Bacterial Collection: Host-Specific insights
into cultivable diversity and genomic novelty of the mouse gut
microbiome
De Filippis, Francesca
Impact of diet on the salivary microbiome and metabolome

57

58

Depner, Martin
Bacterial microbiota of the upper respiratory tract, farming exposure,
and childhood asthma

59

Doetsch, Andreas
Oral microbiota associated with dental implants is affected by the
cement type

60
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Dörner, Elisabeth

Presenter: Dörner, Elisabeth; Fricke, W. Florian

Fecal metagenomic sequence analysis to study microbiota dynamics at
the bacterial strain level in the context of Clostridium difficile infection
and fecal microbiota transplantation
Ercolini, Danilo

61

Presenter: Ercolini, Danilo; De Filippis, Francesca

A Mediterranean dietary pattern determines specific traits in the gut
microbiota and associated metabolome

62

Ercolini, Danilo
Changes in microbiota and bioavailability of polyphenols upon
whole-grain consumption by obese subjects with unhealthy lifestyle

63

Fairclough, Virginia
Using proportionality measures to analyse changes in inter-species
dependencies within the human microbiota

64

Fernandes, Gabriel R.
Extending enterotypes to metabolism and inflammatory response

65

Ferrocino, Ilario
Functional metagenomic profiling of the intestinal microbiome in subjects
consuming omnivore, ovo-lacto-vegetarian and vegan diets

66

Fu, Jingyuan
The gut microbiome contributes to a substantial proportion of the
variation in blood lipids

67

Garzetti, Debora
A defined mouse microbiota community to study bacterial genome
evolution and functionome in the gut

68

Giloteaux, Ludovic
Altered gut microbiome in SEID patients in comparison to healthy
controls

69

Gupta, Archana
Role of H. pylori in oral carcinogenesis
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Gupta, Archana
Bacteria - "A Commensal or Carcinogen"

71

Haange, Sven
Protein stable isotope probing (protein-SIP) reveals the metabolic active
community subset of the intestine microbiota

72

Hansen, Lea Benedicte Skov
The effects of a whole grain rich diet on the community structure of the
gut microbiome

73

Hanson, Buck
Eating heavy: Stable isotopes capture in vivo ecology of gut microbiota
in health and disease

74

Heintz-Buschart, Anna
Integrated omic analyses of microbial communities and populations in
the human gut

75

Hoving, Lisa
Inulin in combination with a high cholesterol diet induces liver
inflammation in APOE*3-Leiden.CETP mice

76

Hübner, Alexander
Analysis of the oral microbiome for signals of human population structure
using bacterial genomes

77

Hunter, Christopher I
GigaDB, sharing metagenomics data in an open and citable way

78

Huseyin, Chloe
The Human Gut Mycobiome

79

Janssens, Pilou
Long-term green tea supplementation does not affect human gut
microbiota, fat absorption, resting energy expenditure and body
composition
Katiraei, Saeed
Intestinal microbiota regulate the inflammatory response of splenocytes
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Kaysen, Anne
Dynamic change of host gastrointestinal microbiome and immune status
in relation to mucosal barrier effects during chemotherapy and immune
ablative intervention in humans
Keil, Melanie
Dietary tryptophan is required for CNS infiltration of encephalitogenic T
cells

82

83

Khan, Shams
Metal and metal oxide nanoparticles and human oral microbiome

84

Kim, Yongkyu
DAFGA: diversity analysis of functional gene amplicons

85

Kindinger, Lindsay
The impact of cervical cerclage material on the vaginal microbiome in
pregnancies at high-risk of preterm birth
Klünemann, Martina
Drug metabolism of human gut bacteria

86

87

Kriegel, Martin
Longitudinal microbial community profiling, IgA-Seq, and gut barrier
analysis in antiphospholipid syndrome

88

Kriegel, Martin A.
Antiphospholipid autoantibody- and Th17 cell-dependence on the gut
microbiota

89

Lagkouvardos, Ilias
IMNGS: the Integrated Microbial Next Generation Sequencing platform,
a tool for the utilization of all available amplicon reads data for microbial
ecology
Le Roy, Caroline
Impact of the antibiotic tiamulin on gut microbial ecosystem and host
lipid metabolism
Louis, Sandrine
Impact of a very low calorie diet on the gut microbiota of obese patients
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Mendz, George
Comparison of vaginal and intra-amniotic microbiomes at Birth

93

Michel, Angelika
Analysis of CagA serotypes with Helicobacter pylori multiplex serology

94

Mikkelsen, Kristian Hallundbæk
Use of antibiotics and risk of Type 2 Diabetes: A population-based
case-control study

95

Mitra, Suparna
Title: Analysing Bifidobacterium in diverse animal poulations for targeted
microbiota therapies

96

Moelling, Karin
Metagenomic analysis of the fecal microbiome and virome of a C.diff
patient five years after FMT

97

Moen, Aina E. Fossum
Comparison of 16S rDNA and rRNA datasets for characterization of the
mucosal microbiota in patients with ulcerative colitis

98

Moran Losada, Patricia
The microbial metagenome of cystic fibrosis lower airways

99

Murugesan, Selvasankar
Colon microbiota in the Mexican Childhood Obesity

100

Palleja, Albert
Gut microbiota compositional changes after gastric bypass surgery

101

Panahandeh, Pouda
Characterization of the locus of enterocyte effacement in Shiga
toxin-producing Escherichia coli

102

Pande, Pranav Mukund
Indian Gut Microbiome: Subpopulation based structural and functional
insights using 16S rRNA amplicon sequencing

103

Page 16

Posters A-Z

Pou, Christian

Presenter: Barrientos-Somarribas, Mauricio; Pou, Christian

An integrated approach for virome characterization of clinical specimens
with low amounts of DNA/RNA

104

Pruteanu, Mihaela
Drug-species interactions in the human gut microbiome

105

Quaak, Frederike
Microbial populations as an indicator for the origin of human samples

106

Rasinkangas, Pia
Study on the effect of piliation on the colonisation ability of Lactobacillus
rhamnosus GG

107

Reichmann, Dana
The role of stress-regulated protein plasticity in bacterial defense against
its host

108

Reifsnider, Elizabeth
The effect of breastfeeding on infant weight outcomes

109

Reijnders, Dorien
Effects of gut microbiota manipulation by antibiotics on host metabolism
in obese humans

110

Roager, Henrik Munch
The effect of gluten on the host-microbial metabolism assessed by
urinary metabolomics

111

Roat Kultima, Jens
Mastering metagenomics with MOCAT

112

Ruiz, Alicia
Dietary intervention reshapes gut microbial functional community though
body mass index determines its metabolic output

113

Schaubeck, Monika
Dysbiotic gut microbiota causes transmissive Crohn´s disease like ileitis
independent of failure in antimicrobial defense

114
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Schmidt, Sebastian
Limits to robustness and reproducibility in the demarcation of
Operational Taxonomic Units
Severgnini, Marco
Microbiome signature of Behçet's syndrome patients

115

116

Sharma, Ashok K.
Fast and accurate taxonomic classification of 16S rRNA hypervariable
regions in metagenomic datasets using 16S classifier

117

Sharma, Vineet K.
Reconstruction of bacterial and viral genomes from a metagenomic mix
of sequence reads

118

Smith, Patrick
The ageing microbiome in the naturally short-lived African Turquoise
Killifish

119

Stämmler, Frank
Estimating absolute abundances of bacteria in the intestinal microbiome

120

Stokholm, Jakob
Caesarean section changes the neonatal gut colonization

121

Suryavanshi, Mangesh V.
Exploring change of bacterial diversity and Oxalate Metabolising
Bacterial Species (OMBS) in recurrent oxalate stone disease episodes

122

Suvorov, Alexander
Probiotics and epidemic Enterococcus faecium strains: a different
lifestyle due the genomic differences

123

Suvorov, Alexander
Genetic and cultural study of the intestinal microbiota of rats with
dysbiosis treated with different probiotics and their complexes

124
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Thorsen, Jonathan
A comparison of commonly used methods for differential abundance
analysis of large-scale taxon-based microbiome datasets

125

Tobar Toledo P. Silva, Natalia
Metformin modules the gut microbiota and promotes increased intestinal
uptake of 18F - FDG in diet induced obese mice

126

Treichel, Nicole Simone
Effect of hypoxia and bed rest on the human gut microbiota

127

Tulstrup, Monica
Presenter: Bahl, Martin I.
Antibiotic treatment affects intestinal permeability and gut microbial
composition in Wistar rats dependent on antibiotic class

128

Veiga, Patrick
The endogenous gut microbiota dictates ecosystem permissivity to
transient food-borne bacteria

129

Veiga, Patrick
Changes of the human gut microbiome induced by a fermented milk
product

130

Veiga, Patrick
Host lysozyme-mediated lysis of Lactococcus lactis facilitates delivery of
colitis-attenuating superoxide dismutase to inflamed colons

131

Voigt, Anita
The gut microbiome in response to temporal and technical variability

132

von Bergen, Martin
Adaptation of the active mucosal microbiota to high fat diet

133

Wampach, Linda
Early dynamics of the gastrointestinal microbiome in infants at risk of
metabolic disease in adulthood
Wang, Jun
Extensive environmental influences on the human gut microbiome
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Wilm, Andreas
Robust and sensitive low-frequency variant calling from metagenomics
sequencing data

136

Wuyts, Sander
Microbial community analysis from various Lactobacillus niches using
MiSeq sequencing

137

Zanzoni, Andreas
Inference of the protein interaction network between Fusobacterium
nucleatum putative secretome and the human host

138

Zeller, Georg
SIAMCAT: Statistical Inference of Associations between Microbial
Communities And host phenoTypes

139

Zhernakova, Alexandra
Microbiota composition in irritable bowel syndrome
Zhu, Ana C.
Inter-individual differences in the gene content of human gut bacterial
species
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